
	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

Gene 	 Forward 	 Reverse 	
CD98hc1 	
 	

AGRA0009 	
5’-	CCACAGACAAACAACTTTCC-3’ 	

AGRA0010 	
5’-	AAGATGACAAAGTAGCCAGG -3’ 	

CG1607 AGRA0013 
5’-AGTATCGGTGTGGCTGTATTG-3’ 

AGRA0014 
5’-AAATACACAACAAACTTCTGCCAG-3’ 

JhI-21 	 AGRA0015 	
5’-ATAGTGGCGTCGGGGAAAC-3’ 	

AGRA0016	
5’-GCTTCCCACGGATTCGGTGTA-3’ 	

mnd 	 AGRA0019	
5’-	GTTCTCCCTCTATCGGAGCG-3’ 	

AGRA0020	
5’-	TCATCGTTTGGGTCCTCAGC-3’ 	

Nprl2 	 AGRA0021 	
5’-	GGAGTCGTGCTTCCTGTCTC-3’ 	

AGRA0022 	
5’-	GAAATACGTGGCCTTGCGTC-3’ 	

polyph 	 AGRA0023 	
5’-	CTCCATCCACTTGCTGGTCTA-3’ 	

AGRA0024 	
5’-	GGTCACACCTCCTGTCGAAT-3’ 	

Ctns AGRA0033 
5’-	GAACCAAAACCAGTGACCCG-3’ 

AGRA0034 
5’-	GTGGTCGCAGATAGCGATGA-3’ 

CG30394 AGRA0035 
5’-CGCCCACTAAATCGCTTCAT-3’ 

AGRA0036 
5’-GGAGACCGAGCATCTCGAAG-3’ 

CG1628 AGRA0037 
5’-GGAGAAACCGATGGTGAGAAA-3’ 

AGRA0038 
5’-AGAGGGTCAGTGTGGAGAA-3’ 

ChT AGRA0039 
5’-AAGGGACCCTATCCCCTGAC-3’  

AGRA0040 
5’-GAGCACATGGACCACAAACC-3’  

CG32079 AGRA0041 
5’-TGTGGGTCTGGGATGAGAGG-3’ 

AGRA0042 
5’-ACCGAGGGAAAGGATCACTC-3’ 

path AGRA0043 
5’-	GGTCAACGAACTTTTGATCG-3’ 

AGRA0044 
5’-	CCCTCAGTGTAGAAACTTTTG-3’ 

CG7255 AGRA0045 
5’-	TCGGAAATGAAGCAAAAACG-3’ 

AGRA0046 
5’-AATGTATTCTTTTAAATAGACGTGG-3’ 

CG8026 AGRA0047 
5’-	GAAGCTGGCCACCAC-3’ 

AGRA0048 
5’- TCTGTCAGATTCCAGATTCG-3’ 

CG12773 AGRA0049 
5’-	GACAAGCCGTGGTGG-3’ 

AGRA0050 
5’-	TGATTCGCCAAATCCCATTA-3’ 

Eaat1 AGRA0053 
5’-	CAGAAGTCAGTTGCCATTTAG-3’ 

AGRA0054 
5’-	AACATTTAAGCATTCGCAAGA-3’ 

aralar1 AGRA0057 
5’-	CCGACAGTTCAGAATGGAAA-3’ 

AGRA0058 
5’-	ACGGAGACTCATCCTTATCG-3’ 

CG4995 AGRA0059 
5’-	CCAAGTACAAAGGCACATTC-3’ 

AGRA0060 
5’-	TGGCAAAGCCTGGAATATC-3’ 

CG13384 AGRA0063 
5’-	AAAAGGGTATGATGTGCGTT-3’ 

AGRA0064 
5’-	AACTAAAACTGTTGAAGGTTGG-3’ 

CG8785 AGRA0065 
5’-	TAACAACAAATCGTCAGCGA-3’ 

AGRA0066 
5’-	TGTTATCTGCCATCTTTTGGA-3’ 

sbm AGRA0067 
5’-	CCATGCGCGATAAAATATCA-3’ 

AGRA0068 
5’-	CACAAAAATTCCAGACCCTATC-3’ 

CG13248 AGRA0069 
5’-	GATATAGTCACAGCTGTTTGTG-3’ 

AGRA0070 
5’-ATGCCAATGCCCAATAGA-3’ 

dmGlut AGRA0073 
5’-	ACGCTATCGAGGTATTTCGT-3’ 

AGRA0074 
5’-GGAGTCACCCTTGTTAATGG-3’ 

Ncc69 AGRA0075 
5’-	TATCGCAAGAAGACCGAAAC-3’ 

AGRA0076 
5’-	CTGATGATGTAGGGCAAGAG-3’ 


